p-values for the null hypothesis that there is no statistical relationship between the distribution of predicted HLA binders and the distribution of predicted transmembrane helices, based on a binomial test (Methods).
HLA allele p-value A01-01 < 10 Let M i, j denote the matrix entry for amino acid j at position i. Each entry can be interpreted as the log contribution of an occurrence of the corresponding letter at the corresponding position to the total IC 50 value; see the SMMPMBEC paper [1] for details. Now, define another matrix p i, j as
, that is, the columns of p are proportional to the IC 50 values represented by M and each column sums up to 1. We compute the column-wise information content as
where we use the logarithm of base e and define 0 log(0) = 0. The height of each letter in the binding motif is then given by h i, j = p i, j I i .
